Universal Phylogenetic Tree

(taken from Brock) This tree is based on comparative sequencing of 16S or 18S ribosomal
RNA. Note the three major domains of living organisms: the eubacateria, the
archaebacteria and the eucaryotes. The evolutionary distance between groups of
organisms is proportional to the cumulative horizontal distance between the end of a
branch and the node that joins the two groups.
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